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Amendments to the Claims: 

This listing of claims will replace all prior versions, and listings, of claims in tlje 
application: 
Listing of Claims: 



Claims 1-9 (cancelled) 

Claim 10 (currently amended) [[The]] A method of Claim 9 correlating gene 
with genotype comprising: 

selecting a first plurality of individaals with a first genotype and a secon |i plurality 



e xpression 



of individuals with a second genotype: wherein the genotypes are the states of 



obtaining a first plurality of gene expression profiles from the first plural 



individuals: 

obtaining a second plurality of gene expression profiles fix)m the second |}luralitv of 



individuals: 

comparing the first and second gene expression profiles: wherein the ster i 



comparing further comprises a seep of evaluating the difference in gene expres sion 



between the first and second genotypes; and w herein the step of evaluating comprises 
calculating a normalized difference in gene expression between the first and second 
genotypes[I.]]Land 

indicating at least one gene whose expression segregates with the genotybes as the 



tv of 



of 



genes affected bv the genotypes, 

11. (original) The method of Claim 10 wherein the step of comparing compris ss a step of 
calculating a SNPmetric for each SNP and each gene according to: 



gene p _ 
^ SNP ~ 



CJm' (J e 



l0 



wherein: ^""Tsnp - SNPmetric for a given gene; 

E,^r^ -average gene expression for wild type SNP for the genet 
Ec/if^^ =average gene expression for heterozygous/homozygoas mutant for 

the gene; 
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(7y,; = standard deviatioTi of gene expression of wild type SNP for the gene; 
ae/a = standard deviation of gene expression of hetero2ygous/ho|nozygous 
mutant for the gene; and 

a, b, c =sen5itivity parameters, 

12. (original) The method of Claim 10 wherein the step of comparing comprises a step of 
calculating a SNPmetric for each SNP and each gene according to: 



SNP 



wherein: ^^'^r^r^p = SNPmetric for a given gene; 

Ew"^ =average gene expression for wild type SNP for the gene 
Ee/o^""^ =average gene expression for heterozygous/homozygous 



mutant for 



the gene; 



fcr 



ffwt = standard deviation of gene expression of wild type SNP 
ae/o = standard deviation of gene expression of heterozygous/hQ|mozyg 

mutant for the gene; and 

a,b,c =sensitivity parameters, 

aaim 13-33 (Cancelled) 
34 (currently amended) [[The]] A computer readable medium of Claim 36 co mprising 



computer-executable instructions for performing the method for correlating ge ne 



expression with genotypes comprising: 

TTiputing a first plurality of gene expression profiles from a plurality of individuals 



with a first genotype: wherein the genotypes are the states of a SNP: and 

innuting a second plurality of gene expression profiles from a plur^ity p 



individuals with a second genotvp_ej 

comparing the first and second s&ug expression profiles: and wherein saild 



comparing step further comprises the step of evaluating the difference in gene 



between the first and second genotypes: and wherein the step of evaluating cc mprises 



the gene; 

;0US 



expression 
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calculating a normalized difference in gene expression between the first and se<;ond 
genQtypesfr.ll ; and 

indicating at least one sene whose expression segregates with the genotv]:fes as the 



genes affected bv the genotypes. 

35 (original) The computer readable medium of Claim 34 wherein the step of comparin 
comprises a step of calculating a SNE^metric for each SNP and each gene accorjiing to: 

(J wt (J efo 



gene 



wherein: ^Fssp = SNPmetric for a given gene; 

E^r^ j^^avexage gene expression for wild type SNP for the gene; 
Ee/^^ =average gene expression for heterozygous/homozygous 



the gene; 



fcr 



mutant for 
the gene; 



o*^ = standard deviation of gene expression of wild type SNP 
(7e/o = standard deviation of gene expression of hetetozygous/ho|mozygous 

mutant for the gene; and 

a, b, c =sensitivity parameters. 



36. (original) The computer readable medium of Claim 34 wherein the step of 
comprises a step of calculating a SNPmetric for each SNP and each gene accoi[ding 

_ I jEZ' - K'o ) r 



gene 



V 



SNP 



C b 

CT Wt CT e/o 



wherein: ^'^Tsnp = SNPmetric for a given gene; 

E^j^^ =aveiage gene expression for wild type SNP for the gene 
Et/iT^ ^average gene expression for heterozygous/homozygous 



the gene; 



for 



Uwz - standard deviation of gene expression of wild type SNP 
(Xr/o = standard deviation of gene expression of heterozygous/hc|mozygous 

mutant for the gene; and 

a, b, c ^sensitivity parameters. 



g 



comparing 
to: 



mutant for 
the gene; 



37-45 (cancelled) 



4 
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46. (cuirendy amended) [[Thel] A system of Claim 45 for associating a g&notybe with 
gene express ion comprising: 
a processon and 

PL Tnemorv cQuoled with the least one processor, the me mory storing a plufality of 



machine instructions that cause the processor to perform logical steps, wherein 



steps include: 

obtaining a first plurality of gene expression profiles from a plu rajitv of 
individuals with a first genotype: 

obtaining a second plurality of gene expression profi les from a plurality of 



individuals with a second genotype: wherein the genotypes are the states of a SNP; 



comparing the first and second gene expression profiles: wherein 



comparing step futther comprises a step of evaluating the dif ference in gene expression 



the losacat 



said 



between the first and second genotypes: and wherein the step of evaluating coi aprises 
calculating a normalized difference in gene expression between the first and sepond 

genotypes rf^l l: and 

indicating at least one gene whose expression segregates with the 



as the genes affected by the genotvpes- 

47 (original) The system of Claim 46 wherein the step of comparing compriseii a step of 
calculating a SNPmetric for each SNP and each gene according to: 

(^r - ET/o y 



g£ne -p _ 
^ SNP ^ 



wherein: ^''"'^w = SNPmetric for a given gene; 

EYfr^ =average gene expression for wild type SNP for the genek 
Ee/iT^ =average gene expression for heterozygous/homozygous 



the gene; 



- Standard deviation of gene expression of wild type SNP 
Ct/o - Standard deviation of gene expression of heterozygous/h<[^mozygous 

mutant for the gene; and 

a,b,c =seTisitivity parametm. 



genotypes 



mutant for 



fx 



the gene; 
gc 



5 
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48, (original) The system of Claim 46 whereii) the step of comparing comprise^ a step of 
calculating a SNPmetric for each SNP and each gene according to: 



gene 



SNP 



(7 m' (J 



e/o 



wheiein: ^^"Tsnf = SNPmfitric for a given gene; 

E^"^^ =average gene expression for wild type SNP for the gene; 
E^J^^ =^verage gene expression for heterozygous/homozygous 



mutant for 



the gene; 



ow; = standard deviation of gene expression of wild type SNP for the gene; 
(je/o = standard deviation of gene expression of heterozygous/hojoiozygous 

mutant for the gene; and 

a, f). c =sciisitivity parameters. 
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